Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.048; wR factor = 0.138; data-to-parameter ratio = 14.4.
In the title compound, 2C 9 H 7 N 2 O 4 + ÁSO 4 2À ÁH 2 O, the sulfate S atom and the water O atom reside on a crystallographic twofold axis. In the crystal, the component species are linked by N-HÁ Á ÁO, O-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds, forming a three-dimensional network structure. An intramolecular O-HÁ Á ÁO link is seen in the cation.
Related literature
For a related structure that contains a benzimidazole molecule, see: Gao et al. (2008) . For the pharmacokinetics of an antiallergic benzimidazole derivative, see: Sakai et al. (1989) . For the synthesis and chemoluminescence of an amino drivative, see: White & Matsuo (1967) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 1998 ); cell refinement: SAINT (Bruker, 1998) (Sakai et al., 1989) and the application as intermediate for the synthesis of chemiluminescent compound (White & Matsuo, 1967) . Otherwise, this kind of compounds is one of the most prevalent ligands in the field of coordination chemistry (Gao et al., 2008) . Herein, we report the crystal structure of the title compound ( Fig. 1) , Bis(1H-benzimidazolium-5,6-dicarboxyl) sulfate monohydrate.
The title compound consists of two 1H-benzimidazole-5,6-dicarboxylic acid cations, one sulfate dianion and one water molecule. The sulfate S atom and the water O atom reside on crystallographic twofold axis. As one imine N atom on the benzimidazolium ring is protonated, there exsist positive charge in the ring (Scheme 1). The cations, dianions and water molecules are linked through a combination of intermolecular N-H···O, O-H···O and C-H···O hydrogen bonds (Table   1) to form a three-dimensional network structure.
A solution containing a 2:1 molar ratio of ZnSO 4 and 1H-benzoimidazole-5,6-dicarboxylate in water was sealed in a 25 ml teflon reactor and kept at 393K for 3 days. Then the mixture was filtered and the filtrate was allowed to stand at room temperature. Colorless block crystals suitable for the X-ray investigation were collected.
Refinement
The water H atoms were located in a difference Fourier map and freely refined. The N-bound H atoms were located in a difference Fourier map and fixed during the refinement with U iso (H) = 1.2U eq (N). The C-bound H atoms were positioned geometrically (C-H = 0.93 Å) and refined as riding with U iso(H) = 1.2U eq (C). Figures   Fig. 1 . A view of the molecular structure of the title compound with displacement ellipsoids drawn at the 30% probability level for non-hydrogen atoms. Symmetry related atoms labelled A have the symmetry code A = -x, y, 1/2 -z.
Bis(5,6-dicarboxybenzimidazolium) sulfate monohydrate
Crystal data Primary atom site location: structure-invariant direct methods Extinction correction: none Symmetry codes: (i) −x, y, −z+1/2; (ii) −x, −y+1, −z; (iii) x+1/2, −y+1/2, −z; (iv) −x+1/2, y+1/2, z; (v) x, −y+1, z−1/2.
Special details

